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<110> APPLICANT: Long, Li 
Luqman , Mohammad 
Yabannavar, Asha 
Zaror, Isabel 

<120> TITLE OF INVENTION: Use of Antagonist Anti-CD40 Monoclonal 

Antibodies for Treatment of Multiple Myeloma 
<130> FILE REFERENCE: PP22589.002 (282915) 
<140> CURRENT APPLICATION NUMBER: US/10/578,387 
<141> CURRENT FILING DATE: 2006-05-02 
<150> PRIOR APPLICATION NUMBER: 60/565,709 
<151> PRIOR FILING DATE: 2004-04-26 
<150> PRIOR APPLICATION NUMBER: 60/565,710 
<151> PRIOR FILING DATE: 2004-04-27 
<150> PRIOR APPLICATION NUMBER: 60/525,579 
<151> PRIOR FILING DATE: 2003-11-26 
<150> PRIOR APPLICATION NUMBER: 60/517,337 
<151> PRIOR FILING DATE: 2003-11-04 
<160> NUMBER OF SEQ ID NOS : 12 

<170> SOFTWARE: FastSEQ for Windows Version 4.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 720 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Coding sequence for light chain of 12.12 human 

anti-CD40 antibody 
<221> NAME /KEY: CDS 
<222> LOCATION: (1)...(720) 
<400> 1 
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ED NO: 2 
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LENGTH: 239 


























108 <212> 1 


TYPE 
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ORGANISM 
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OTHER INFORMATION: Light 


chain of 12 


.12 human anti-CD40 antibody 
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115 Met Ala Leu Pro Ala Gin Leu Leu Gly Leu Leu Met Leu Trp Val Ser 
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125 Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe 
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147 <210> SEQ ID NO: 3 

148 <211> LENGTH: 2016 

149 <212> TYPE: DNA 

150 <213> ORGANISM: Artificial Sequence 

152 <22 0> FEATURE: 

153 <223> OTHER INFORMATION: Coding sequence for heavy chain of 12.12 human 

154 anti-CD40 antibody (with introns) 

156 <400> SEQUENCE: 3 

157 atggagtttg ggctgagctg ggttttcctt gttgctattt taagaggtgt ccagtgtcag 60 

158 gtgcagttgg tggagtctgg gggaggcgtg gtccagcctg ggaggtccct gagactctcc 120 

159 tgtgcagcct ctggattcac cttcagtagc tatggcatgc actgggtccg ccaggctcca 180 

160 ggcaaggggc tggagtgggt ggcagttata tcatatgagg aaagtaatag ataccatgca 240 

161 gactccgtga agggccgatt caccatctcc agagacaatt ccaagatcac gctgtatctg 300 

162 caaatgaaca gcctcagaac tgaggacacg gctgtgtatt actgtgcgag agatgggggt 360 

163 atagcagcac ctgggcctga ctactggggc cagggaaccc tggtcaccgt ctcctcagca 420 

164 agtaccaagg gcccatccgt cttccccctg gcgcccgcta gcaagagcac ctctgggggc 480 

165 acagcggccc tgggctgcct ggtcaaggac tacttccccg aaccggtgac ggtgtcgtgg 54 0 

166 aactcaggcg ccctgaccag cggcgtgcac accttcccgg ctgtcctaca gtcctcagga 600 

167 ctctactccc tcagcagcgt ggtgaccgtg ccctccagca gcttgggcac ccagacctac 660 

168 atctgcaacg tgaatcacaa gcccagcaac accaaggtgg acaagagagt tggtgagagg 720 

169 ccagcacagg gagggagggt gtctgctgga agccaggctc agcgctcctg cctggacgca 780 

170 tcccggctat gcagtcccag tccagggcag caaggcaggc cccgtctgcc tcttcacccg 840 

171 gaggcctctg cccgccccac tcatgctcag ggagagggtc ttctggcttt ttccccaggc 900 

172 tctgggcagg cacaggctag gtgcccctaa cccaggccct gcacacaaag gggcaggtgc 960 

173 tgggctcaga cctgccaaga gccatatccg ggaggaccct gcccctgacc taagcccacc 1020 

174 ccaaaggcca aactctccac tccctcagct cggacacctt ctctcctccc agattccagt 1080 

175 aactcccaat cttctctctg cagagcccaa atcttgtgac aaaactcaca catgcccacc 1140 

176 gtgcccaggt aagccagccc aggcctcgcc ctccagctca aggcgggaca ggtgccctag 1200 

177 agtagcctgc atccagggac aggccccagc cgggtgctga cacgtccacc tccatctctt 1260 

178 cctcagcacc tgaactcctg gggggaccgt cagtcttcct cttcccccca aaacccaagg 1320 
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Cys 


Leu 


Val 


Lys 


Asp 


Tyr 


Phe 


Pro 


Glu 


Pro 


Val 




222 










165 










170 










175 






223 


Thr 


Val 


Ser 


Trp 
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Trp Glu 


Ser 


7\ ctri 

riol 1 


m v 

\ja. y 




n u 




Asn 


Asn 


±yj. 


Lys 


Thr 


Thr 


252 








405 










410 










415 




9 R"} 
z j j 


Pro 


Pro 


Val Leu 


Asp 


Ser 


Asp 


Gly 


Ser 


Phe 


Phe 


Leu 


Tvt 


Ser 


Lys 


Leu 


254 






420 










425 










430 






255 


Thr 


Val 


Asp Lys 


Ser 


Arg 


Trp 


Gin 


Gin 


Gly 


Asn 


Val 


Phe 


Ser 


Cys 


Ser 


256 






435 








440 










445 








257 


Val 


Met 


His Glu 


Ala 


Leu 


His 


Asn 


His 


Tyr 


Thr 


Gin 


Lys 


Ser 


Leu 


Ser 


JO 




450 








455 










460 










259 


Leu 


Ser 


Pro Gly Lys 
























260 


465 






























263 


<210> SEQ ID NO: 


: 5 
























264 


<211> LENGTH: 469 
























265 


<212> TYPE: PRT 


























266 


<213> ORGANISM: 


Artificial Sequence 
















268 


<220> FEATURE: 


























269 


<223> OTHER INFORMATION 


: Heavy chain of 


variant 


of 12 . 12 human < 


270 




ant ibody 


























272 


<400> SEQUENCE : 


5 
























273 


Met 


Glu 


Phe Gly 


Leu 


Ser 


Trp 


Val 


Phe 


Leu 


Val 


Ala 


He 


Leu 


Arg 


Gly 


274 


1 






5 










10 










15 




275 


Val 


Gin 


Cys Gin 


Val 


Gin 


Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Val 


Val 


Gin 


276 






20 










25 










30 






277 


Pro 


Gly 


Arg Ser 


Leu 


Arg 


Leu 


Ser 


Cys 


Ala 


Ala 


Ser 


Gly 


Phe 


Thr 


Phe 


278 






35 








40 










45 








279 


Ser 


Ser 


Tyr Gly 


Met 


His 


Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Lys Gly 


Leu 


280 




50 








55 










60 










281 


Glu 


Trp 


Val Ala 


Val 


He 


Ser 


Tyr 


Glu 


Glu 


Ser 


Asn 


Arg 


Tyr 


His 


Ala 


282 


65 








70 










75 










80 


283 


Asp 


Ser 


Val Lys 


Gly 


Arg 


Phe 


Thr 


He 


Ser 


Arg 


Asp 


Asn 


Ser 


Lys 


He 
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